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[Abstract] Glycan profile is a collective presentation of free and conjugated oligosaccharides detected in a clinical sample. The changes of

glycan profile, which might reflect physiological and pathological changes, have diagnostic value, and have been applied in various clinical

settings. This paper reviews the current applications of glycan profile in tumors, infections, autoimmune conditions and genetic diseases, as

well as the new development of glycan profiling methods, aiming to provide some new insights for the clinical application of glycan profile-

based detection.
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Table 1 Glycosylation-associated biomarkers from different diseases

ERER ERAW HAER HNsF
fF 4 (HCC) Bl AFP-L3
e JEi#E (PAAD) I CA199

WmEANRE SX56H° XXM
G B A A K T 0~7.00 ng-mL" [44]
CA199 MEFRFRG KT BT+ 0~37U -mL" [44]

CAI125 105 BEREIEALKCE |

YRS (OC) Jilb CAI2S 4 " \mms b KSF [t 0~35U-mL" [44]
o 1ML GP120 - S/CO < 1 [45]
RGN 208 (AR I3 GP41 S/CO < 1 [45]
ZFITH (Hepatitis B) b HBsAg . S/ICO < 1 [46]
RGMEATEIRHE (SLE) Jilb MIgG MBI, PEIFEREKE TR 6~16g-L" [44]
Y s 2 PABERM A R LA .
4 B 4o TFHREEEAE (SS) 1% & 1gG SR ALK | T 6~16g-L [44]
LS HKMBHXT R (RA) MiE KREHET e FUREREAL AT T B4 0~20TU mL" [47]
MrACHUARIR 2 (HT) I3 Efﬁﬁﬂﬁ H SRR T 0~60TU -mL" [48]
0~1%: (52741.96)
O K L pmol/mmol AJLEF
oo s MOGS %35 ki . = . 1~10%: (1.8240.85)
A ST SR Glc3Man Gle3Man 7K PG =1 TH 5 umol/mmol LT [49]
10~100 ¥:  (0.87+0.29)
pmol/mmol AJLEF
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